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MicrobeDB.jp ver.3
https://microbedb.jp/

Py

Data sources of MicrobeDB.jp ver. 3

Q Keyword Search
MicrobeDB.jp provides a keyword search function with a simpie interface.
RDF/OWL resources on MicrobeDB.jp. Click 1 1 8

1l Representation and Visualization
For on and analysis results,
which enables the visualizing of reusable Web

i= Comparative Analysis

pr Analysis Tools between the  me

L i ly If you are interested in comparative analysis, it can be visualized
by using a comparison tool.

#® Upload Your Data
By uploading the data to MicrobeDB jp, you can execute comparative analysis between your data and genomic and metagenomic analysis results on
MicrobeDB.jp. For that, you need to  CREATE youraccount | and  Signin .
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MicrobeDB.jp version 3 data

Data category Number of entry

Genome metadata (from RefSeq) 290,208 genomes
Ortholog cluster data (from MBGD) 375,228 clusters

Culture collection strain data from

JCM/NBRC (RDF-Portal) 38,414 strains

1,631,611

Microbiome metadata (from INSDC DRA)
samples

Microbiome taxonomic composition data 96,766 samples
Microbiome functional composition data 4,784 samples




Comparison between projects?

Database | Sequence | Separate Number of
URL data amplicon samples
and in 2019
shotgun?
NCBI NCBI, O X JAN X >1,600,000
Taxonomy + USA
SRA
https://gold.jgi.d
GOLD JGI, USA 1= X X X X 50,821
https://img.jgi.d
IMG/M JGI, USA . e O X O O 31,406
MG-RAST Chicago ?atzszgwww.mg- O O O 408,442
U. USA
MGnify EBI, EU  lips/iwwebl X O O O 215,082
mics/
MicrobeDB.jp  NIG, Q—LM%UM X @) O O 1,631,611

v.3 Japan
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*human gut (ENBEIEE) shuman colon (E+KEZ) : gutd—Ef
*human digestive tract (ENHIELZE) shuman stomach (EFB ) : gut® —&p
*human gastrointestinal tract (ENEIEE) shuman feces (ENE(E): gut&BEE
shuman intestine (£ ;%) : gut®D —&f shuman stool (EFZEE) : gut&BHE

shuman intestinal lumen (EMZERZE) : gutD —ER
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Microbes/Metagenomes Environmental
Ontology (MEQ) ver. 0.9.2

Thing 2,401 Classes
Component Environment State Position
I soil I acidic
water artificial

organism human activity

atmosphere eosphere hydrosphere .. ..
P geosp y P association association

XRZT ) LABEOCEKT —XOFHBEBIEICWIGT 57-9.
275 X %¥120:850 (cloud, floral nectarZ)
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gut (feces) 243,958
oral cavity 55,990
respiratory

system 45,655
skin 41,381
vagina 21,761
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Human Microbiome Associated
Disease Ontology (HMADO)

Human Microbiome Associated Disease
|
! | | \

Digestive system Cardiovascular system Nervous system Integumentary system

disease| disease | disease| disease 13 classes
( \ f \ f \
Intestinal disease  Heart disease Brain disease Skin disease
Stomach disease  Blood vessels disease Mental disorder 23 classes
Pancreas disease
Liver disease
Mouth disease | |
| | \ | \ | \ |
aggressive periodontitis Atherosclerosis Alzheimer's disease
Campylobacter infection Bacillary angiomatosis Encephalitis acne
Celiac disease Bacteremia Meningoencephalitis atopic dermatitis
cholera infective endocarditis multiple sclerosis ~ Buruli ulcer 268 classes
Chronic gastroduodenitis myocardial infarction myasthenia gravis = Dermatitis
cirrhosis Parkinson's disease €czema
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INSDC DRA/ERA/SRA TN

B4 (Disease Ontology)
SNT-HEBEEDOTA 70O/ 4 X

| &AW AFAN
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97 Hiyzlf) A ( E R IE % 13,219
o [ZE=D 7,488

i 2 6,178

Yo T A IH100 Edh 5,151
R ITHI505E B Al 58 4453
Z R RAEE 4,040

$3 7Y A XAL00080E 22T 5002
HHREBOARDIBEE REBHA 2,085
(GREIB & BB X R SR 2 2,030
7 Ta—LMEARRE(L 1,968

TR 1,918

IN—F TR 1,760

IRDYA 1,742

& RFAE 1,712

_ 5 & 1,555
(@O o 1,370



JapaneselAE~ A 7 ONAF — LTV T ILORY AHRERR

Home Documant Analysis - Search Big
MicrobeDB.jp
Index
7| facet_sample Metagenomic samples 1539 results found in 147ms
hasMetagenomeAnalysis HostEthnicity: japan X Clear all filters
| taxonomy
EN: : - Next
Q

=

o - Select All Deselact All

attribute name

arch Salect MDB SamplelD titla organism.name organism.identifier BioProjectiD SRAID SRRID BioSamplelD publishedDate
SaMEorg Japanesedsd human gut metagenome 408170 PRIDB4360 DRS057887 DRADY2102 SAMDO0079966 2018-01-19T00
attribute value
A et o Ymsa4 human gut metagenome 408170 PRJDB3417 DRS020590 DRRD2E771 SAMDO0024579 2015-08-24T00
SAMDDO05E608 & ¥ - =
m Microbicta of the fecal sample from subject 516 human gut metagenome 408170 PRJDB4998 DRACEB403 SAMDO00S8608 2016-11-17T22
hasMEQ (Text) m ARG NA4O human gut metagenome 408170 PRJIDB4064 DRRA041845 SAMDO0035679 2016-06-30T22
m SAMDO0043213 Japanese3T1 human gut metagenome 408170 PRJDB4360 DRRD48363 SAMDO0043213 2016-05-30T13
hasMEO: Component
; m ik LA D TS41 human gut metagenoma 408170 PRIDB3801T DRAD42663 SAMDO0036348 2016-03-08T11
Component for envirenment
m SAMBOCEIEEG Japanese468 human gut metagenome 408170 PRIDE4360 DRS057696 DRAA0S2101 SAMDO0079965 2018-01-19T00
hasMEQ: Env
T e SaNEOGrL Japanese4s7 human gut metagenome 408170 PRJIDBA360 DRS057895 DRADS2100 SAMDO0079964 2018-01-19T00
m SAMEOOGTAH0S Japanesed66 human gut metagenome. 408170 PRJDB4360 DRS067834 DARO92088 SAMDO0079963 2018-01-189T00
taxonomy (Text)
SANEONOZEXS Japanese4s human gut metagenoma 408170 PRJDB4360 DRS057893 DRA0S2038 SAMDO0079962 2018-01-19T00

taxonomy

root Metagenome pl Iparison

Please select items within range 2 - 100

hasHostTaxonomy (Text)

hasHostTaxonomy

root

HMADO (Text)




HMADO(cancer) B~ A 7 ANA A — LYV TILOKY IAAER

GIERY R ALERZTE e.g. hot spring, Enteroceccus fascalis, pst | Search Sgnkpr By

MicrobeDB jp
Index
7 facet_sample Metagenomic samples zss7 results found in 43ms
hasMetagenomeAnalysis HMADO (Text): cancer | X Clear all filters
T taxcnomy

_ 2 3 4 Next
Q

=

[ Select All Daselac!

attribute name

ea ite Select MDB SampleiD title ism.name ism.identi BioProjectiD SRAID ‘SRRID Bi D ishadDate
~ MIMS Environmental/Metagenome sampls human gut 2017-08-
m SAMNOTHS2455 | from human gut metagenome metagenome 408170 PRINA397216 | SAS2409846 & SRRSG03357 SRRSS03369 SAASS03366 SARSS03TAR | SAMNOTA52485 | 06TO0:00:00.0(
attribute value
MIMS Environmental/Metagenome sample human gut 2017-08-
Search attrit 5 SAMNOT452484 | grom human gut metagenome metagename 408170 PRINA397213 | SRS2409841 | SRR5903342 SRAS903368 SAASS03235 SRASS0ATS? | SAMND7452484 | 06TO0:00:00.0(
MIMS Ervironmental/Metagenome sample human gut 2017-08-
m SAMNOTAS24S3 | rom human gut metagenome metagenome 408170 PRINA397219 | SAS2408840 & SRR5903336 SAR5908367 SRAS903384 SARSO0756 | SAMNO7452483 | 06TO0:00:00.0(
MIMS EnvironmentaliMetagename sample human gut 2017-08-
m SAMNOT4S2452 | from human gut metagenome matagenome 408170 PRINA397218 | SRS2409834 | SRRSG03320 SRA5003366 SAASG03383 SARS03TE1 | SAMNO7452482 | 06T00:00:00.0(
MIMS Environmental/Metagenome sampla human gut 2017-08-
m SAMNOT452481 | from human gut metageneme metagenome 408170 PRINA397218 | SRS2408835 & SRRS903330 SRAS903365 SAASS03382 SRASS03760 | SAMNO7452481 | 06TO0:00:00.0(
hasMEQ: Env
} . MIMS Environmental/Metagenome sample human gut 2017-08-
Enramment fay micrabics: m SAMNOTAS2350 | from human gut metagenome metagenome 408170 PRINA3S7210 | SAS2408832 | SRRAS903327 SRASH08345 SRAS003381 SRASO03TSS | SAMNO7A52480 | O0TO0:00:00.0(
MIMS EnvironmentaliMetagename sample human gut 2017-08-
taxonomy (Text) SAMNOTA32473 | grm human gut metaganome metagenoma 408170 PRINA3G7210 | SRS2409833 | SAA5900328 SAA5003346 SRASC03380 SRASH03758 | SAMNO7452478 | DSTOO:00:00.0(
ns . MIMS Environmental/Metagenome sample human gut 2017-08-
m SAMNOTAS24TE | grom human gut metagenome metagenome 408170 PRINA3ST219 | SHS2409830 | SRAS903325 SRASH03375 SAASOD337Y SARSI037ES | SAMNO7452478 | 06T00:00:00.0(
taxonomy MIMS Environmental/Metagenome sample human gut 2017-08-
i m SANBITS from human gut matagenome metagenome 408170 PRINA307210 | SRS2402831 | SRAS003326 SAA5009337 SAASO03378 SRASEDA764 | SAMND7452477 | DETO0:00:00.0(
MIMS Environmental/Metagenome sampla human gut 2017-08-
SAMMNOTAS2478 | from puman gut metagencme metagenome 408170 PRINA397218 | SR52408828 | SRAS903323 SMA5803338 SRASSUSAT7 SRASS0ATE3 | SAMNO7452476 | DSTO0:00:00.0(

hasHostTaxonomy (Text)

Search HostT

‘Metagenome sample comparison analysis Please select jtems within range 2 - 100
hasHostTaxonomy
root

HMADO (Text)

cancer X

HMADO




MEO(soil) ¥~ 1 7 O/

Search

MicrobeDB.jp

Index

) facet_sample Metagenomic samples 247a53 results found in 527ms

hasMetagenomeAnalysis hasMED (Text): seil X Clear all filters

] taxenomy

1 function

EN -

R 0 - ;

attribute name Salact MDB SamplelD title ism.namea

idantifiar

Search a ne
m FAMNORGRADZ MIMS Environmental/Metagenome sample from soil metagenome s0il metagenome
attribute value m AR Metagenome or environmental sample from scil metagenome s0il metagenomea
Search attribute value m SAMNOE408073 Metagenome or envirenmental sample from soil metagencme soil metagenome
m GANR e crop soil s0il metagenoma
hasMEO (Text)
s0il X m FAMNaTz010s8 crop soil soil metagenome:
SAMMOTZ81067 " r
hasMEOQ: Component m crop soil sail metagenoma
Component for m
SAMNOTZ81066 . .
crop soil soil metagenome
environment i
m SAMNOT281085 crop soil sail metagenome
hasMEQ: Eoy m SANNOTZ81064 tage
Enviranment for microbes o b
m SAMNOTZ81063 crop soil sail metagenome
taxonomy (Text)
m SAMNOT281062 crop soil s0il matagenoma
m
n SAMNOTZB1061 crop soil sail metagenome
taxonomy
root m SAMNGT81060 crop soil soil matagenome
SAMNOTZB1059 i o
m crop soil sail metagenome
hasHostTaxonomy (Text} -
nomy m SAMNDTZB1058 crop soil soil metagenoma
m SAMNOTZB1D5T crop soil sail metagenome
root
m SAMNOTZB1D56 crop soil soil matagenoma
pH m SAMMNOTZB1055 crop soil 50l metagenoma

410658

410658

410658

410658

410658

410858

410658

410858

410658

410858

410658

410858

410658

410858

410858

410858

410858

410658

F— LY TILDOK Y IAAIETR

sE
Next

BioProjectiD SRAID SRARID BioSamplalD Data
SRSE6E6S7 SAMNO2888402 2014-07-08T0

PRINA431674 SRS2672044 SRRS516222 SAMNOB408074 2018-01-27T0
PFRINA421673 SRS2072043 SRRAB516228 SAMNDS408072 2018-01-27T0
PRINA382052 SRS2317230 SRR5760457 SAMNO7281069 2017-06-27T0(
PRINA382052 SRS2317229 SRR5760458 SAMNO7281068 2017-06-27T0
PRINA3B2052 SAS2317207 SRRA5760480 SAMNOY281067 2017-06-27T0
PRINA382052 SRS2317228 SRR5760459 SAMNOT281066 2017-06-27T0
PAINA2B2052 SAS2317227 SRAA5760460 SAMNOY281065 2017-06-27T0
PRINA382052 SRS2317228 SRRE760461 SAMNO7281064 2017-06-27T0(
PRINAIB2052 SAS2317205 SRRA5760462 SAMNOY281063 2017-06-27T0
PRINA382052 SRS2317206 SRR5760481 SAMNO7281062 2017-06-27T0
PRINA382052 SAS2317214 SRARA5760475 SAMNO7281081 2017-06-27T0
PRINA382052 SRS2317215 SRRA5760472 SAMNOT281060 2017-06-27T0
PRINA382052 SAS2317212 SRRA5760475 SAMNO7281058 2017-06-27T0
PRINA282052 SRS2317213 SRRA570474 SAMNOT281058 2017-06-27T0
PRINA3B2052 SRS2317210 SRRA5760477 SAMNOY281057 2017-06-27T0t
PRINA282052 SRS2317211 SRRA5760476 SAMNO7281056 2017-06-27T0
PRINA382052 SRS2317208 SRRA5760472 SAMNO7281055 2017-06-27T0(




d A : : ‘Home  Document  Analysis~ e.g. hot spring, Enterococcus faecalis, psbA Search SignUp  Sig
naA®d MicrobeDB jo .

ﬂ—\’ o '7 o l\\ Keyword search
ZAN
A =

Related keywords

Displaying related keywords . Please press for change to the new term instead of "DnaA"

Environment ()
Taxonomy o
P (I (T T T R [T T S I E2

G @ ruicrry L e rmiio

Phenotype o

Keas 2]

HMADO (0]

PDO (0]

Strain (0]

Sample (0]

Home Document Analysis ~ e.g. hot spring, Enterococcus faecalis, psbA Search Sign Up S

hot spring® MicrobeD8 o
F—7—F Keyword search
A —

Related keywords

Displaying related keywords . Please press for change to the new term instead of "hot spring"

NI X[+ ] - o wrva ] o vorspring L v ot sring | vorsorngwetr L serpevine v sprng | st ot soring water ] s v sprng | e vt o

Taxonomy

Gene
Phenotype
Kegg
HMADO
PDO

Strain

0000000

small RNA library in Yunohama Hot spring | Soll metagenome isclated from a hot spring microbiota ot hot spring water gSeq_replicate1 microbiota of hot spring water gSeq_replicate2
| microbiota of hot spring water gSeq_replicate3 microbiota of hot spring Geothermal sediment in Onikobe hot spring area genus novel hyperthermophilic archaea from hot spring

Trebouxiophyceae sp. KSI-1 Is a green alga isolated from the seashore hot spring in Satsuma-lojima, a volcanic Island, in Kagoshima, Japan. This strain is highly tolerant to oxidative stress caused by methyl viologen and copper lon.

hot spring water metagenome Kinyu sample hot spring water metagenome Yamanoshiro sample § hot spring water metagenome Nonoykoya sample § hot spring water metagenome Miyama sample
hot spring water metagenome Kurinodake sample | hot spring water metagenome loudani sample | hot spring water metagenome Torigigoku sample | hot spring water metagenome Ginyu sample
Sample | hot spring water metagenome Nonoyufunki sample || Marine metagenome isolated from Miyuki hot spring




Search and compare microbiome samples from soil

Home Docament  Analysis~ r— Sgntp, S

[ facet_matagenome_puiic Metageﬂnmic Samples B531 results found in 165me
I¥sis hashbet Analysis: taxonamy X hasMED {Text): soll X Clear all fiters
taxonomy
2 funchon
2 | a2 | 4 Net
Q
attribute name it crganism.name organismodnntifer  BloProjectiD SRAID SRAID BloSamplelD pibkshedDate
Search attribute name ... Urease ger Archaea soil 2012-07-
autotrophic ammonia oxidation in two dcid soils metagenome | 410658 PRIDB15Z4 DRSO01S77 | DRRO0Z282 SAMDODDOISEG 04T00:00:00.000
Active ammania oxidizers in-an acid soll are
attribute value . phylogenetically closely related to neutrophilic sail 2013-10-
S SAMDODOSI4S | Nitrososphaera viennensis metagenome | 410658 PRIDBZIT DRSO12638 | DRRO14I14 SAMDOO00F749 | 30T00:00:00.000
e izl soil 2012-11-
SAMEALESS03S | RmgM_Ssmple_16S metagenome 410658 PRIESII6I ERS184934 | ERR186224 SAMEALSS50038  01T00:00:00.000
hasMED {Text saoil 2012-11-
ey SAMEALSSS03T | pup cample 165 metagename 410658 PRIEBII63 ERS184936 | ERRIBSZZ2 SAMEA1559037 | DLTD0:00:00.000
L soil " sall 2012-11-
SAMEALSSSO3E | gumen Sample 165 metagename 410658 PRIEB3I63 ERS184935 | ERR1B6225 SAMEALSS52036  01T00:00:00.000
hasMEQ: Component ol 2012-11-
Companant for anvironment SAMEALSSS035 | ppn Sample 185 metagenome 410658 PRIEBTIET ERS184033 | ERA1BB223 SAMEAISSSOIS | D1TO0:00:00.000
MIMARKS Survey related sample from rhizosphere rhizosphens 2015-01-
il SAMDOGDLEEL | matagenoma metagenome 4318628 PRIDB2986 DRA021946 DRAOZ1947 ORROZIG48  SAMDODOIS9AL | 16T00:00:00.000
L Env z
MIMARKS Survey related sample from Soll 2013-04-
Envitanment for micrabes SAMNOZISS43E | | matagename 410658 PRINALG8445 = SASALE341 | SRABISIVG SRABISIIT SRABISIVE  SAMNOZ0S4434 | 23700:00:00.000
EAMNIIEAAE MIMARKS Surviy related sample from Soil 2013-04-
» PR £l =1 A MP H
taonomm (rext) metagenome 410658 UNAISBASS  SRS416342 | SRABISING SARBISH00 SRABISH0L  SAMNOZO54433
‘ : MIMARKS Survey related sample from Sail 2013-04-
Sesrch taxpnomy terms . \dd SAMNOR05S432 | | matagenome 410658 PAINAISB445  SRS416340 | SRABISA02 SARBISA0] SRABISA04  SAMNO2054432 | 23T00:00:00.000
taxonomy
ot £ Compare
hesHostTaxanomy (Text)
Search HostTaxonomy.. Taxonamic composition (bar) Taxonomic composition (hestmap) Diversity Index Higrarchlesl clustering PCak Functional composition (bar) Functional compositian (hestmap)
hasHostTaxonomy
oot Ta: e C
I urciassified Anaerolineacean
oH B Gemmatimanas
I urciassified Xanthomonadac...
B unciassified Veilonelaceas
[ stenctrophomonas
[ Geobacter
o Bl unclassified Pacudomonadac, ..
o I Sideroxydans
E B unclassified Bradyrhizobiaceas
§ B Azomonas
E R I unclassified ignavibacteriaceae
HMADO (Text) = e
| Search HMADD tarms..., - I unclassified Rhodospinilaeaae
—_— i
HMAGD T — I unciassified mmm
Human microblome gssociated —- classified
. un Planciomycetac. .
oEease
Il unclassifind Sinobacteraceas
HostEthnicity 1

Search HestEthnicity . SAMDO00D3586 SAMDODO0ST4S SAMDO0018381 SAMEA1G58037




MicrobeDB.jp ver. 3D{EW/

Metagecrs o

NA701\ (A =LY 2T
DD AHIRT

MicrobeDB.jp B )

P

fees 2. & FB®DAnalysis —
Metagenomic samples %3&iR

77ty MRRRAORRRB DA

wttrdeuie nems

L walu

3. > Il (BioSample) DDA
HEREEI TR

4. KRl 7 7y NEFEHEOERE
THYYTILERDAT (GEHITH)

| PassE ) {Tast)

A fh

tananamy | Teal)

5 BDAAEGYTILDSE, £EL
MDhasMetagenomeAnalysisT
taxonomy (RFHER) H
function GEEFHEEAEMERR) =8
RU. Fh50T—IHEHEER

DYV ILOHRTET S
6. TV TILUA RIS, HHEEFL
R = WO FILEEBERR U,
S == Comparez 9
; = 7. RREREDT S INRREND

Tomparatuie

HMADE (Tawt]

rrantiib

1. Search id: BioSample IDTH > FIL & BT

2. attribute name: ROFDIEER TRE (LAM)

3. attribute value: ROFD BEETEER (XAMK)

4. hasMEO (Text): M4¥0LEBREHA Y OV —TH
AMEOICHT BT F A MER (B soil)

5. hasMEO: Component: MEO® i [f 4§ H S MEO
Component” 5 A% &R L TE%R

6. hasMEO: Env: MEOD Fi5 [ i & © MEO
Environment? 5 2 % 8IR L TR

7. taxonomy (Text): A% 4°./ L5 DNCBI Taxonomy |3
T HTFANER (F: soil metagenome)

8. taxonomy: NCBI Taxonomy® 4 5 2 % 8iR L T &R

9. hasHostTaxonomy (Text): f§ £ ® Kkt 2 LW TNCBI
Taxonomy* 7 ¥ 2 ~#% (Homo sapiens)

10.hasHostTaxonomy: 78+ @ Hffic 2 LT NCBI
Taxonomy® ¥ 5 A %R L TEER

11.pH: T ZILH R L I BRBOpH E EEEE

12.Temperature: o > )L AR U IS 0RA £ 1660
B/E

13.HMADO (Text): 49 HBRT B hOHEDHSE
A2 bOY—THEZHMADOICH T HTF A MMER
(#l: cancer)

14, HMADO: HMADO® 7 5 A % BR L THFR

15.HostEthnicity: t > FILA'EE L 7 £ k Dethnicity
T 57+ MR (F: Japanese)

16.HostAge: > LA IR U e TEEDage £ HEHEE

17 HostBMI: > 7LD R L LB OBMIZE HEEEE

18.AntibioticRegimen: 1 > FILATEE Lt & R D4
PHREOFRERR




MeGAP3 (MicrobeDB.jp ver. 30 /8%4 75 A )

Metagenome and 16S rRNA
gene amplicon sequencing
data from INSDC DRA

PhiX and human i
genome sequences [*—| BWA-MEM
(GRCh38) ¢

Metagenome
sequencing data

MetaProdigal
MMseqs2 fast KEGG prokaryotes
AA DB

fastp
(llumina adapter trimming,
3’ quality trimming (QV <17),
length filtering (<100 bp),

quality filtering (average QV

<25 or contain N)) 16S rRNA gene KEGG

. orthology ID
amplicon assignments
sequencing data 9 KEGG
i i
: Taxono-rr?lc Functional
Meta 16S / composition composition per
Metagenome inference by sample
discrimination by VITCOMIC2
PARTIE

Genus
composition
per sample

EHY — K& <100 bpDH > L TIHETE A ETL AL,
16SIRNAT7 > 7D 2 iZ2oWTiE, WBROTZ 7ANYFAXTTANZY YT X&) LIZD
WTlE, 7Y A4 IN-KODTEFEE <1000 H > 7L % BrAL
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gDBCLS Research Services Contact About
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G 08 1o RS TAROBENDL Iy - 255 LRI —5 EBRT B

MicrobeDB.jp%Z{E> T
NEDWEIDYT / L

X545 ) LB —45 %8R T 3

190814k

£32019.09.02 4341w & %E: PHE KXF 8% Hiromasa Ono

MicrobeDB.jp %> TRXOMEN DS/ L « A 25/ LRI T— 2 2R
£73

MicrobeDB.jp (& E L BIZZAREA BINHRE - 7/ LECHARE #h0ICHAKEShTW3, BETF] (R RE] 032
e LE-MEPROT— R E2HELIER LT —ER—RTF, BALT—REHALKTRICH-2T, T—4MOAZT—
ZERERE, REVE)DERAVOEERLRCEFRELTEELEREMAE LTWET, MicrobeDB.jpTIZDRA/ERA/SRAIZE
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