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TalrPNFERSN TR, BT 54 v a s BUR - BSIMFAET D8 E13Z D 1D 73 Plant G
ARDEN LETABEN TS, Fo, RHEAFEEL THAYn/ i #ERoR LT, SRR
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(DBCLSIZTHESE) HEILHETOTSLD s

o

4. RDF =W\ o7 — 4O EE (/2) & MicrobeDB.jp & Metabobank & RDF ®Bf&[X]

(2) ERANBEDH>HOREEIE B DM
O FEma=T %Gt T — X ILE Lo - 1 2
ATz IZT RAA P —FEREFHE L, F2RIOT R —F B SE BB
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YR AR BIfRE 25 A, B A F4 . B AR AR S B AL 5 T A5
AARBREFRDOKFRDOHEEZI T T H NI B ZKE LT, SHICENOME S
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