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YEEREIX, 22—V —DEIROH L7 LFERC | B s JEL fEEI OV T, BEROER G A
- ChIP-Seq DFEMTHEHRSCELS NZ — 75, BRB R 7O & ik Z 7l 21458 Th 5,
ZOMREZ FEBLT DICH T2 | Br G K 7 O 5 G sEIk O Tl 7 — 2 L TILM REH o ChIP-
Atlas DT —% % FIZFH) R Z— 0 DENERIR R ZATH 726D DBCLS PNAEKERT &£ 5 3@

9% GGGenome ? REST API ZF| & T =72\ Cnd,

*BioBank Japan #%\ X NBDC D EEDHE WD) B ARNT ) 2RO KB T —
2 DUEEDBBIAEE L TND, ZIVBIZ DWW TIIRAE L LI DO 7 — 2 & O R REtEZE 126
A TN E LD WA BIMAL T D, FRIZ TogoVar(https://togovar.biosciencedbc.jp/)
TlE. SHFEIZ AT, fEl % @ position @ variation 7 — X2 DWC, 7 /7 —a fEH#
DB T EL TS, 5| TogoVar [ZH#Si1L TV 5D variation [H¥# T, & =& N
YER%L7=7 —#+ > (ClinVar, EXAC, HGVD, ToMMo)(Z->\ CiZ, DBKERO (ZHEEIC S
NTHHELT,
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F-ZNITINZ TEDMDINE N AT ) T —H . COSMIC, ICGC, TCGA ZED 3 AU
HAERT — XL FESETVD(K 6),

- [SNF/SNV public data

| TCGA Urothelial bladger carcinoma (bica_2013) | TCGA Breast tumors (brea_2012) | TCGA Colon and rectal cancer (coadread_2012) | TCGA Glioblastoma (gbm_2008) |
TCGA TCGA Gliobiastoma (gbm_2013) | TCGA Clear-cell renal cell carcinoma (kirc_2013) | TCGA Acute myeloid leukemia (lami_2012) | TCGA Squamous cell lung cancers (lusc_2012) |
| TCGA Ovarian carcinoma (ov_2011) | TCGA stad (stas_2014) | TCGA Endometriai carcinoma (ucec_2013) | TCGA Lung adenccarcinoma (luad_2014)
(SNV) TCGA Chromophobe renal cell carcinoma (kich_2014) | TCGA Papillary thyroid carcinoma (thca_2014) | TCGA Head and neck cell (hnsc_2014)
| TCGA Diffuse lower grace giiomas (igg_2015) | TCGA Prostate adenccarcinoma (prad_2015) | TCGA Adrenocortical carcinoma (acc_2016) |

ICGC Acute Myelod Leukemia - TARGET, US | ICGC Bladder Urothesial carcinoma - CN | ICGC Blacder Urothelial Cancer - TGCA. US | ICGC Bone Cancer - UK |
| ICGC Breast Triple Negative/Lobular Cancer - UK | ICGC Breast Cancer - TCGA, US | ICGC Chronic L ic Leukemia - 5 | ICGC Chronic Myeioi Disorders - UK |
| ICGC Colon Adenocarcinoma - TCGA. US | ICGC Early Onset Prostate Cancer - DE | ICGC - UK | Icec Cancer-CN |
| ICGC Gastric Cancer - CN | ICGC Brain Giioblastoma Muitforme - TCGA, US | ICGC Kidney Renal Clear Cel Carcinoma - TCGA, US |
|_ICGC Kidney Renal Papillary Cell Carcinoma - TCGA. US | ICGC Acute Myeloid Leukemia - KR | ICGC Brain Lower Grade Giiona - TCGA, US | ICGC Liver Cancer - FR |
ICGC Liver Cancer - NCC. JP | ICGC Liver Cancer - RIKEN, JP | ICGC Lung Cancer - Squamous cell carcinoma - KR | ICGC Lung Squamous Cedl Carcinoma - TCGA, US |
|_ICGC Maignant Lymphoma - DE | ICGC Neuroblastoma - TARGET, US | ICGC Oral Cancer - IN | ICGC Ovarian Cancer - AU |
ICGC | icGC Ovarian Serous Cystadenccarcinoma - TCGA, US | ICGC Pancreatic Cancer - AU | ICGC Pancreatic Cancer - CA | ICGC Cancer -AU
(SNV) | icGC Pegiatric 8rain Cancer - DE | ICGC Prostate -CA | ICGC Prostate - UK | ICGC Prostate Adenocarcinoma - TCGA, US |
| ICGC Rectum Adenccarcinoma - TCGA, US | ICGC Renal ciear cefl carcnoma - CN_| ICGC Renal Cell Cancer - EUFR | ICGC Skin Cutaneous melanoma - TCGA, US |
| ICGC Gastric Adenocarcinoma - TCGA, US | ICGC Thyroid Cancer - SA | ICGC Head and Neck Thyroid Carcinoma - TCGA. US |
| ICGC Uterine Corpus Endometrial Carcinoma- TCGA. US | ICGC Acute Myeloid Leukemia - TARGET, US | ICGC Bone Cancer - Ewing Sarcoma - FR
| ICGC Breast ER+ and HER2- Cancer - EWUK | ICGC Breast Cancer - FR | ICGC Breast Cancer - KR | ICGC Biliary tract cancer - JP
| ICGC Cervical Cell Carcinoma - TCGA. US | ICGC Colorectal Cancer - CN | ICGC Acute myelod and Chronic ia - CN |
| ICGC Benign Liver Tumour - FR | ICGC Liver Cancer - CN | ICGC Liver Hepatoceliular carcinoma - TCGA, US | ICGC Liver Hepatooeliular Macronodules - FR |
| ICGC Lung Squamous cell carcinoma - CN | ICGC Skin Cancer - AU | ICGC Pancreatic Endocrine Neoplasms- IT | ICGC Skin Adenocarcinoma - BR |

| 1000genome SNP | Ciear-ceil renai cell carcinoma | dbSNP build 137 | NHLS! Exome Sequencing Project | NCBI Clinvar | COSMIC | Meyerson's lung adenocarcinoma |
Others | icecaL | Japanese SNP | Japan PGx (Japanese SNP) | ExAC | SCLC (Small Cell Lung Cancer) | 26 ung call lines |
| Lung adenocarcinoma 97 cinical samples |

6 DBKERO (Z#5# S 415 variation B 7 —4

ENTREUME 2T —Z_X—=2DH G | HACAT A )V~ AT 7 DT —ZIZDW T,
PNIEBE DO RN EHEINTEL T, JGA OFT —Z T2 L, BUR T, Y7 —2—
ANHEH AR T HZENTE TR, BEIZ TogoVar TH V2 —RTE5I51278->T
%7 —% (https://togovar.biosciencedbc.jp/downloads) (Z-2OVNTik, IREFELIED T
— XA D ATREMEZ 572 DBKERO ~OFEHEABRIZAT T, 24 EF LD iRz bRl
T, Wiz ~T, 4. DBKERO 75 TogoVar D7 /T —ar T —H~DV 727
I BT TP OBPEIZONTRESTE UK TETHL (K 7),

Ik m cwesss  ccorce -

3% | HOght 70 | _Change slee | &1 Show flom panel | & Browse Oinfo.
n zo0m out_ym | o wack

:~ . .’ - e

el

7 DBKERO & TogoVar #fE0D A A—
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