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EEEEDEREEEERERE
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Bao et al. 2006

t001-nuclei ——||1,1,-1,4,-1,380, 366, 16.1, 80, EMS, 21281015,

t002-nuclei 2,1,-1,2,-1, 387, 153, 16.6, 86, ABp, 2836266,

..... 3,1,-1,3,-1, 189, 251, 17.2, 88, ABa, 2850348,
4,1,-1,5,-1,562, 269, 18.1, 80, P2, 2168825

Keller et al. 2008

<68x17 double>— [|611.2904, 563.0863, 80.3444, 13.8991, 14.7172, 606, 551, ....
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<scaleUnit>
<tScale>20</tScale>
<tUnit>second</tUnit>
</scaleUnit>
<component>
<componentID>100</componentID>
<time>1</time>
<measurement>
<line><coords>10.32,30.42,18.32</coords></point>
</measurement>
</component>
<component>
<componentID>101</componentID>
<time>2</time>
<prevID>100</prevID>
<measurement>
<line><coords>9.57,32.05,14.91</coords></point>
</measurement>
</component>




BDMLODGFFEDEESE

BDD-XML
— HRRAZ HENEDH IS,

BDML ver. 0.15
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OmicsBDML
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MINIML

<xml version=“ “ /> <time>0</time> <time>1</time> <time>n</time>
<omicsbdml ...> <target>PT</target> <target>PT</target> <target>PT</target>

<MINiML:Series>
<MINiML:Status />
<MINiML:Title />

</MINiML:Sample>

<MINiML:Sample>
<MINiML:Status />
<MINiML:Title />

</MINiML:Sample>

<MINiML:Sample>
<MINiML:Status />
<MINiML:Title />

</MINiML:Sample>

<MINiML:Sample>
<MINiML:Status />
<MINiML:Title />

</MINiML:Sample>
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http://ssbd.qbic.riken.jp

2013F9R L

SSBD Database

Services: "C elegans” [organism] and wild-type [description

Introduction of S5ED

Systems Sclence of Biological Dynamics (8880) datnbase provides a rich sel of rescurces for anakzing guantiative
blokogical cata, such as single-malecule, cel, and gene oxpression nucks. Cuanttative bickegcal data are colected from a
wariaty of spetias, sources and methads. Thase nclade data obtained from both ax permant and computational simulation
Thess quardiaive numanical data &ra regrasanind in 8 new Bialegical Dymamics Markup Language (BEDML), Tre rew data
formal allcws Laers 10 axciargs, alone, comprs Bnd analyre data Frough the SSED o Liasrs can

quantitaties bological dyramics data directly in BOML formst from the 556D databess. The system uiiizes OMERD sarver jo
manage mage data and experimental condions. & range of software iooks and applcations: for visuakzing and analyzing
guantitatie baiogical dyramical data are being developed through a setof SSB0 AFls.

Mews and Events

n 2074: BOML sohem 015 reaasad!
BOML schema wersion OU18 has boen redsssed. Al B06L-fies and software have been updated.
March 17, 2014: Sysferm makfonance notioa (Dalo: Mar. 15 [JST])
, E580 4 willl b urawvalabie Mar. 1%, 2044 10:00 am fo 1200 pm (About 4 hours, JST)

D B0 syrstam maink

Sample Datasets

Muciear dvision dynamics in zebrafish
wild-type amoryn

Muckar dvsion dyramics in G,
HB{ENE ‘H-I,ypq ambryo

Single molecule dynamics in E. col
wik-Sype

Bearch | Advanced Hoj

BOML ard POPML achamas can be found

OMERD weh: Some images can be viewsd on I you
have problem wiesing the mages on the websie, pease ciok on the
Hrog-Ciown Brrcey O T Fight of ‘publc data’ on the bar abova tha
dala I, Aekec] "Pubic’ group ard puliic dale’ [0 visw B g

(hick her

for mone detaii)

Intraducing SSBD Diatal
Intraducing the
5SBD u'l base BDML

' ' OmicsBDML

Cetails can be found
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E. coli C. elegans C. elegans C. elegans C. elegans
(Arjunan & Tomita 2007) (Kimura & Onami 2005) (Tohsato et al., submitted) (Kyoda et al. 2013) (Bao et al. 2006)
D. melanogaster Zebrafish mouse C. elegans

(Keller et al. 2010) (Keller et al. 2008) (Bashar et al. 2012) (Cronin et al. 2005)
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EiE POE i Sk #BDML  #component #images

mouse #% il Bashar et al. 2012 1 2055 2800
mouse ¥I8 (MINIML) sHAl Masumoto et al. 2010 8 48

mouse % Epl Kurotaki et al. 2007 1 12096 80
mammals XOLAY—I E5J)L  Hihata et al. 2012 1

zebrafish #% Sl Keller et al. 2008 7 56584840

D. melanogaster % Sl Keller et al. 2010 2 5111828

D. melanogaster % Rl Supatto et al. 2009 1 40534

C. elegans % Rl Kyoda et al. 2013 186 75955 180x66x186
C. elegans % Rl Bao et al. 2005 2 24747

C. elegans A% + U NE £>J)L  Kimura & Onami 2005 100 2400100

C. elegans 178D ST Cronin et al. 2005 11 15822

C. elegans A% + #% + IR il Tohsato et al. 1330 1872137

C. elegans % il Kyoda et al. 259 155873 360x66x259
C. elegans % Bl Takayama et al. 12 20966 4899
C. elegans iR Sl Sarov et al. 2012 273 5713854

D. discoideum —DF Epl Jin et al. 1 987 368
E. coli —DF EFJ)L  Arjunan & Tomita 2010 1 721
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