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Reprogramming Breast cancer Methicillin resistance
OCT4 (K09367) BRCAL1 (K10605) mecR1 (K02547)
SOX2 (K16796) BRCA2 (K08775) mecl (K02546)

MYC (K04377) mecA (K02545)

KLF4 (K17846)

KEGG module M00625
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EHEC pathogenicity signature, Shiga toxin
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Methicillin resistance
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1 2 3
Organism K K02547 K KD2546 K KD2545%*
(mecR1)[14] (mecI)[14] (mecA)[14]
B.Fir|M sau SA0039(mecR1) SAD040(mecl) SAD03B(mecA)
B.Fir|M sav SAV0042(mecR1) |SAV0043(mecl) SAV0041(mecA)
B.Fir|M saw SAHV_0041(mecR1 |SAHV_0042(mecl) (SAHV_0040(mecA)

B.Fir({M sah SaurJH1_0030 SaurJH1_0031 SaurlH1_0029
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B.Gam|M eso  |030_09165 030_09170
B.Gam|M esm |03M_16110 03M_16105
B.Gam|M esl  |O3K_16135 03K_16130
B.Gam|M sdy  |SDY_1389(stxA) |SDY_1390(stxB)
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